
29248-17 seq list.ST25 
SEQUENCE LISTING 



<110> DE CLERCQ, BRANTS & PARTNERS C.V. 

STEWART, A. Francis 
ZHANG, Youming 
HALLET, Bernard 

<120> TYROSINE RECOMBINASE FOR GENETIC ENGINEERING 

<130> 29248/17 

<140> US 09/895,435 
<141> 2001-06-30 

<160> 10 

<170> Patentln version 3.2 

<210> 1 
<211> 244 
<212> DNA 

<213> Bacillus thuringi ensi s 
<400> 1 

ggtaccgcca gcatttcgga aaaaaaccac gctaagaaaa tcagagttaa aaaatcagaa 60 
aatatatcat tattccttga cacatacatg ttcttttttt atacaaaaaa taatacaaca 120 
caatattaat tgtgttgtat taggtgttat aataaatata aatctagggg tttaacgcaa 180 



cacaatttat cgataaataa atacttttag acgcaacaca atttatagac gcggaggaaa 240 



<210> 2 
<211> 118 
<212> DNA 

-<213> Bacillus thuringi ensi s 
<400> 2 

taatacaaca caatattaat tgtgttgtat taggtgttat aataaatata aatctagggg 60 
tttaacgcaa cacaatttat cgataaataa atacttttag acgcaacaca atttatag 118 



<210> 3 

<211> 32 

<212> DNA 

<213> Bacillus thuringi ensi s 



<210> 4 
<211> 249 
<212> DNA 

<213> Bacillus thuri ngi ensi s 
<400> 4 

ggggtaccgc cagcatttcg gaaaaaaacc acgctaagaa aatcagagtt aaaaaatcag 60 



tcac 



244 



<400> 3 

taatacaaca caatattaat tgtgttgtat ta 



32 
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aaaatatatc 


attattccaa 


29248-17 seq 
gacacataca gtgtcttttt 
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ttatacaaaa 


aataatacaa 


120 


cacaatatta 


attgtgttgt 


attaggtgtt 


ataataaata 


taaatctagg 


ggtttaacgc 


180 


aacacaattt 


atcgataaat 


aaatactttt 


agacgcaaca 


caatttatag 


acgcggagga 


240 


aatcacatg 












249 


<210> 5 
<211> 798 
<212> DNA 

<213> Bacillus thuringiensis 










<400> 5 
atggatgttg 


caaaacagtt 


ttcttcttat 


cttaaacaag 


dyad. LaaadL 


LydyddCdLL 


£n 


gttcagggat 


acacatcagg 


tattagacag 


tacataaaat 


gg l ttgddyy 


LLLLLdLljdL 


i ?n 


agaaaattga 


caaaattgta 


ccgacaaaat 


atcttagagt 


aLa L Lay L La 


L L Ldddydd L 


i an 

XoL/ 


gtcaaaatgt 


tgaacgccaa 


gtccattaac 


cacaagatta 


y LayLL L Ly L, 


Lddd L L Ldd L 




gaatttctaa 


tacagaaagg 


aagtcaacaa 


gatcaagtaa 


L L L LaL Latja 


Ly Lddddddy 


3nn 


tttttacaaa 


gtgtgttaga 


ggataataac 


aaacgtaatt 


aLvjLaa L Ly L, 


LaL LL.LL.L-Ld 




gcatatacag 


gagtacgtat 


ttcagaggca 


ttatctatca 


dad Ly dd Ly d 


LLLLddLLLd 


A?n 


cagactgggg 


aatgtattat 


tcgaagtgga 


aaaggaggta 


ddL.ddL.yddL 


tntattarta 
lyLdLUdLLa 




aatagtaagg 


tacttagtgc 


tatcaaagat 


tatctcatcg 


aLLydddddL 


aldLayLaLd 




gcacatgaat 


ctccgtatct 


ttttattagt 


aaaaagcgag 


ddddy c tcy a 


ccgLdcggtc 


Ann 


gtcaatcgta 


tctttaaatc 


atacaggaat 


gttattactc 


cacaccaatt 


acgacacttc 


660 


ttctgtacga 


atgcaattca 


aaaaggattt 


agcattcatg 


aagttgcaaa 


tcaagctggg 


720 


cactctaaca 


tccatacgac 


actactttac 


acaaatccaa 


accaactgca 


gctaaaaaat 


780 


aaaatggagc 


tcttataa 










798 



<210> 6 
<211> 265 
<212> PRT 

<213> Bacillus thuringiensis 
<400> 6 

Met Asp Val Ala Lys Gin Phe Ser Ser Tyr Leu Lys Gin Glu Asn Lys 
15 10 15 

Thr Glu Asn Thr Val Gin Gly Tyr Thr Ser Gly lie Arg Gin Tyr lie 
20 25 30 

Lys Trp Phe Glu Gly Ser Tyr Asp Arg Lys Leu Thr Lys Leu Tyr Arg 
35 40 45 
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Gin Asn lie Leu Glu Tyr lie Ser Tyr Leu Lys Asn val Lys Met Leu 
50 55 60 



Asn Ala Lys Ser lie Asn His Lys lie Ser Ser Leu Ala Lys Phe Asn 
65 70 75 80 

Glu Phe Leu lie Gin Lys Gly Ser Gin Gin Asp Gin val lie Leu Leu 
85 90 95 

Asp Val Lys Lys Phe Leu Gin Ser Val Leu Glu Asp Asn Asn Lys Arg 
100 105 110 

Asn Tyr Ala lie Ala Thr Leu Leu Ala Tyr Thr Gly val Arg lie Ser 
115 120 125 

Glu Ala Leu Ser lie Lys Met Asn Asp Phe Asn Leu Gin Thr Gly Glu 
130 135 140 

Cys lie lie Arg Ser Gly Lys Gly Gly Lys Gin Arg lie val Leu Leu 
145 150 155 160 

Asn Ser Lys val Leu Ser Ala lie Lys Asp Tyr Leu lie Asp Arg Lys 
165 170 175 

Thr Tyr Ser Thr Ala His Glu Ser Pro Tyr Leu Phe lie Ser Lys Lys 
180 185 190 

Arg Glu Lys Leu Asp Arg Thr val val Asn Arg lie Phe Lys Ser Tyr 
195 200 205 

Arg Asn Val lie Thr Pro His Gin Leu Arg His Phe Phe Cys Thr Asn 
210 215 220 

Ala lie Gin Lys Gly Phe Ser lie His Glu Val Ala Asn Gin Ala Gly 
225 230 235 240 

His Ser Asn He His Thr Thr Leu Leu Tyr Thr Asn Pro Asn Gin Leu 
245 250 255 

Gin Leu Lys Asn Lys Met Glu Leu Leu 
260 265 

<210> 7 
<211> 116 
<212> DNA 

<213> Bacillus thuringiensis 
<400> 7 

taatacaaca caatattaat tgtgttgtat taggtgttat aataaatata tatctagggg 
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tttaacgcaa cacaatttat cgataaataa atacttttag acgcaacaca atttat 116 

<210> 8 
<211> 116 
<212> DNA 

<213> Bacillus thuringiensis 
<400> 8 

taatacaaca caatattaat tgtgttgtat taggtgttat aatatatata aatctagggg 60 
tttaacgcaa cacaatttat cgataaataa atacttttag acgcaacaca atttat 116 

<210> 9 

<211> 116 

<212> DNA 

<213> Bacillus thuringiensis 
<220> 

<221> N_region 

<222> (33). .(64) 

<223> n = a, t, g, or #c 

<220> 

<221> mi sc_feature 

<222> (33).. (64) 

<223> n is a, c, g, or t 

<220> 

<221> N_region 

<222> (81).. (100) 

<223> n = a, t, g, or #c 

<220> 

<221> mi sc_f eature 

<222> (81).. (100) 

<223> n is a, c, g, or t 

<400> 9 

taatacaaca caatattaat tgtgttgtat tannnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnacgcaa cacaatttat nnnnnnnnnn nnnnnnnnnn acgcaacaca atttat 116 

<210> 10 

<211> 124 

<212> DNA 

<213> Bacillus thuringiensis 
<220> 

<221> N_region 

<222> (33).. (74) 

<223> n = a, t, g, or #c 

<220> 

<221> misc_feature 

<222> (33). .(74) 

<223> n is a, c, g, or t 
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<400> 10 

taatacaaca caatattaat 
nnnnnnnnnn nnnnacgcaa 
ttta 



29248-17 seq 
tgtgttgtat tannnnnnnn 
cacaatttac gataaataaa 
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nnnnnnnnnn nnnnnnnnnn 
tacttttaga cgcaacacaa 
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